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FIG. 1 



AQSVPYGVSQIKAPALHSQGYTGSNVKVAV 
1 10 20 30 

IDSGIDSSHPDLKVAGGASMVPSETNPFQDNN 

40 50 60 

SHGTHVAGTVAALNNSIGVLGVAPSASLYAVK 

70 80 90 

VLGADGSGQYSWIINGIEWAIANNMDVINMSL 

100 110 120 

GGPSGS AALKAAVDKAVASGVVVVAAAGNEG 

130 140 150 

TSGSSSTVGYPGKYPSVIAVGAVDSSNQRASF 

160 170 180 

SSVGPELDVMAPGVSIQSTLPGNKYGAYNGTS 
190 200 210 220 

MAS PHVAGAAALILSKHPNWTNTQVRSS LENT 

230 240 250 

TTKLGDSFYYGKGLINVQAAAQ 
260 270 
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FIG. 2 



GCGCAGTCCGTGCCTTACGGCGTATCACAAATTAAAGCCCCTGCTC 

TGCACTCTCAAGGCTACACTGGATCAAATGTTAAAGTAGCGGTTAT 

CGACAGCGGTATCGATTCTTCTCATCCTGATTTAAAGGTAGCAGGC 

GGAGCCAGCATGGTTCCTTCTGAAACAAATCCTTTCCAAGACAAC 

AACTCTCACGGAACTCACGTTGCCGGCACAGTTGCX3GCTCTTAATA 

ACTCAATCGGTGTATTAGGCGTTGCGCCAAGCGCATCACTTTACGC 

TGTAAAAGTTCTCGGTGCTGACGGTTCCGGCCAATACAGCTGGATC 

ATTAACGGAATCGAGTGGGCGATCGCAAACAATATGGACGTTATT 

AACATGAGCCTCGGCGGACCTTCTGGTTCTGCTGCTTTAAAAGCXKj 

CAGTTGATAAAGCCGTTGCATCCGGCGTCGTAGTCGTTGCGGCAGC 

CGGTAACGAAGGCACTTCCXKjCAGCTCAAGCACAGTGGGCTACCC 

tggtaaatacccttctgtcattgcagtaggcgctgttgacagcagc 

aaccaaagagcatctttctcaagcgtaggacctgagcttgatgtc 

atggcacctggcgtatctatccaaagcacgcttcctggaaacaaa 

tacggggcgtacaacggtacgtcaatggcatctccgcacgttgcc 

ggagcggctgcittgattctttctaagcacccgaactggacaaaca 

ctcaagtccgcagcagtttagaaaacaccactacaaaacttggtg 

attctttctactatggaaaagggctgatcaacgtacaggcggcag 

CTCAGTAA 
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Suc-Ala-Ala-Pfo-Xxx-pNA Abz-Phe-Arg-Pro-Xxx-Gly-Phe-Y(N02)-Asp 
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FIG. 7 



MRGKKVWISLLFALALIFTMAFGSTSSAO AAGKSNGEKKYI 

VGFKOTMSTMSAAKKtaJVISEKGGKVOKOFKYVDAASATLN 

EKAVtCELKKDPSVAYVEEDHVAHAYAOS VPYGVSOIKAPALH 

SQGYTGSNVKVAVIDSGIDSSHPDLKVAGGASMVPSETNPFQD 

hWSHGTHVAGTVAALNNSIGVLGVAPSASLYAVKVLGADGSG 

QYSWnNGffiWAIANNMDVINMSLGGPSGSAALKAAVDKAVA 

SGWWAAAGNEGTSGSSSTVGYPGKYPSVIAVGAVDSSNQR 

ASFSSVGPELDVMAPGVSIQSTLPGNKYGAYNGTSMASPHVA 

GAAALII^KHPhTWTNrnjVRSSLENTTTKLGDSFYYGKGLINVQ 

AAAQ 
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FIG. 8 



gtgagaggcaaaaaagtatggatcagtttgctgtttgc 

tttagcgttaatctttacgatggcgttcggcagcacat 

cctctgcccaggcg gcagggaaatcaaacggggaaaag 

aaatatattgtcgggtttaaacagacaatgagcacgatga 

gcgccgctaagaagaaagatgtcatttctgaaaaaggcg 

ggaaagtgcaaaagcaattcaaatatgtagacgcagcttc 

agctacattaaacgaaaaagctgtaaaagaattgaaaaa 

agacccgagcgtcgcttacxsttgaagaagatcacgtagca 

catgcxstacx kxk:agtccgtgccttacxkscgtatcacaaa 

ttaaagcccctgctctgcactctcaaggctacactggatc 

AAATGTTAAAGTAGCGGTTATCGACAGCGGTATCXjATTCT 

tctcatcctgatttaaaggtagcaggcggagccagcatgg 

ttccttctgaaacaaatcctttccaagacaacaactctcac 

ggaactcacgttgccggcacagttgcggctcttaataact 

caatcggtgtattaggcx5ttgcgccaagcx3catgacttta 

cgctgtaaaagttctcggtgctgacxk5ttccx3gccaatac 

agctggatcattaacggaatcgagtgggcgatcgcaaaca 

atatggacgttattaacatgagcctcggcggaccttctgg 

ttctgctgctttaaaagcggcagttgataaagccgttgca 

TCCGGCXJTCXJTAGTCGTTGCGGCAGCCXSGTAACXjAAGGCA 
CTTCCGGCAGCTCAAGCACAGTGGGCTACCCTGGTAAATA 
CCCTTCTGTCATTGCAGTAGGCGCTGTTGACAGCAGCAAC 

caaagagcatctttctcaagcgtaggacctgagcttgatg 
tcatggcacctggcx3Tatctatcx:aaagcacgcitco^ 
aaacaaatacggggcx3tacaacx3gtacgtcaatggcatct 

O^GCACGTTGCCXKjAGCGGCTGCTTTGATTCTTTCTAAC^ 

cccx3aactggacaaacactcaagtccx5cagcagtttagaa 

aacaccactacaaaacttggtgattctttctactatggaa 

aagggctgatcaacgtacaggcggcagctcagtaa 
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